Introduction. In colorectal carcinoma, tumoral tissues infiltrate with various immune/inflammatory cells along their invasive margins and the increased S100A8/A9 expression in these immune cells infiltrating the tumor has recently been demonstrated. We examined S100A8/A9 as a potential therapeutic target in the treatment of colorectal carcinoma. Materials and Methods. The current study included a sample of 80 patients diagnosed with CRC (30 cases with distant metastasis, 30 cases with lymph node metastasis, and 20 cases with no metastasis). Peritumoral and intratumoral S100A8 and S100A9 expressing inflammatory cells were counted in primary tumors and their metastasis and correlated with clinicopathological parameters. Results. The peritumoral and intratumoral S100A8/A9 positive cells showed no correlation with age, gender, or depth of tumor invasion. However higher counts of peritumoral and intratumoral S100A8/A9 positive cells were associated with larger tumor size, higher grade, and the presence of metastasis ( < 0.05). Conclusion. Our study also found significantly higher number of S100A8/A9 positive cells in the tumor microenvironment among patients with large tumor size, high grade, and metastatic disease. Moreover, in our study, we observed that the expression in the tumor metastasis appeared similar to that of primary tumor.
Introduction
S100A8 (calgranulin A or migration inhibitory factor-related protein-8 (MRP-8)) and its binding partner S100A9 (calgranulin B or are two members of a multigenic family of cytoplasmic Ca2+-binding proteins [1] . These proteins are synthesized by the myeloid cell group mainly composed of neutrophils, monocytes, immature myeloid cells, and myeloid derived suppressor cells (MDSCs) [2, 3] . Both proteins are often coexpressed, composing the heterodimeric complex of S100A8/A9 usually known as "calprotectin" [2] . Increased S100A8/A9 expression has been reported to occur in several chronic inflammatory diseases such as rheumatoid arthritis, multiple sclerosis, cystic fibrosis, tuberculosis, inflammatory bowel disease, psoriasis, and transplant rejection [4] [5] [6] . In addition to inflammatory conditions, overexpression of S100A8/A9 has also been observed in various types of cancer including stomach, prostate, breast, skin, pancreas, liver, lung, bladder, colon, and esophageal cancers [7] [8] [9] [10] [11] .
In colorectal carcinoma, tumoral tissues infiltrate with various immune/inflammatory cells along their invasive margins, and the increased S100A8/A9 expression in these immune cells infiltrating the tumor has recently been demonstrated by certain studies. In addition, several studies have suggested that increased S100A8/A9 expression in colorectal carcinoma may play a role in tumor progression and may be associated with metastasis and histological grade. Although a few studies imply a possible relationship with tumor progression and metastasis, there is no clear correlation between increased expression of S100A8/A9 in colorectal cancer and clinicopathological parameters such as tumor progression, tumor stage, lymph node metastases, or distant metastases. The studies conducted on this topic so far have used different counting methods in assessing the S100A8/A9 expression. Research on the subject has been mostly restricted to limited comparisons of peritumoral inflammatory cells in primary tumors or intratumoral inflammatory cells and tumor cells. However, no research has been found to examine the expression in tumor metastasis and severity or its comparison with the primary tumors.
In our study, we investigated increased expression of S100A8/A9 in the tumor microenvironment in colorectal carcinoma as well as previously shown inflammatory process functions of S100A8/A9, which exhibits concentrationdependent function and forms a heterodimeric complex. We also examined S100A8/A9 as a potential therapeutic target in the treatment of colorectal carcinoma by analyzing the relationship between S100A8/A9, secreted by immune cells infiltrating the tumor along its invasive margin, and various clinicopathological parameters including tumor progression and metastasis.
Materials and Methods
The current study included a sample of 80 patients diagnosed with CRC (30 cases with distant metastasis, 30 cases with lymph node metastasis, and 20 cases with no metastasis) in the Department of Pathology, Akdeniz University Medical Tables 1  and 2 .
The median age of the 39 men was 69.6 years (range: 49-78 years) at the time of operation and that of the 41 women was 60.4 years (range: 41-84 years).
Four-micrometer-thick haematoxylin and eosin stained tissue sections from the surgical specimens fixed in 10% formalin and embedded in paraffin were reviewed and representative tissue blocks were selected. Slides were immunostained with anti-S100A8 and anti-S100A9 (1 : 50 dilution, Santa Cruz, USA) monoclonal antibodies by the avidinbiotin immunoperoxidase technique. Peritumoral and intratumoral S100A8 and S100A9 expressing inflammatory cells were counted in primary tumors and their metastasis. In each case, positive cells were counted at ×400 magnification in 10 systematically selected fields of vision and their mean number was obtained by averaging the number of positive cells per square millimeter of tissue. The research data were analyzed using SPSS 10.0. Continuous variables were compared using the Student's t-test, and Chi-square test was used for univariate analysis of categorical data. Tests were considered significant when their values were <0.05. Parameters S100 A8 (intratumoral) S100 A8 (peritumoral) S100 A9 (intratumoral) S100 A9 (peritumoral) Figure 1 : S100A8 staining in intratumoral (a) and peritumoral (b) inflammatory cells (×200).
Results
Tumors generally contained higher number of peritumoral and intratumoral S100A9 positive cells than peritumoral and intratumoral S100A8 positive cells (Figures 1 and 2) . The mean number of peritumoral and intratumoral S100A8/A9 positive cells was significantly higher in tumors with larger size, higher grade, and metastasis ( < 0.05) ( Table 1) . When patients were categorized as having median S100A8/A9 cell counts, for further statistical evaluation, the peritumoral and intratumoral S100A8/A9 positive cells showed no correlation with age, gender, or depth of tumor invasion (Table 2) . However higher counts of peritumoral and intratumoral S100A8/A9 positive cells were associated with larger tumor size, higher grade, and the presence of metastasis ( < 0.05).
Discussion
Increased expression of S100A8/A9 in colorectal carcinoma was first shown by Stulík et al. using two-dimensional gel electrophoresis [12] . S100A8/A9 has both intracellular and extracellular functions. In the intracellular space, S100A8/A9 detects calcium, activates NADPH oxidase, and conducts arachidonic acid transport into cells [13, 14] , while in the extracellular space it exhibits concentration-dependent functions. At high concentrations (>80 microgram/mL), it displays apoptotic effect on tumor cells, whereas at lower concentrations (<25 microgram/mL) it regulates the viability and migration of tumor cells, endothelial cells, and inflammatory cells and supports tumor cell growth [15] [16] [17] . MDSC plays an important part in the suppression of T cell-mediated immune response, increasing in number in inflammation and tumors. As a result of interaction with S100A8/A9 binding sites on MDSC, S100A8/A9 activates MDSC migration [18] . In other words, S100A8/A9 provides MDSC accumulation through an autocrine feedback effect. S100A8/A9 performs these effects through certain cell surface receptors. These are TLR4 and RAGE receptors, known to play a role in infection, autoimmunity, and cancer [19] . Wnt/beta-catenin pathway has a crucial role in the development of colorectal carcinoma [20] .
In fact, Duan et al. demonstrated that S100A8/A9 contributed survival and migration of colorectal carcinoma cells through Wnt/beta-catenin pathway, emphasizing that it might be a potential therapeutic target in the treatment of colorectal carcinoma [19] .
Our study found that S100A8/A9 positive cell count observed in the tumor microenvironment (peritumoral, intratumoral) was significantly high in the study sample of 80 patients diagnosed with colorectal adenocarcinoma (30 patients with distant metastases, 30 patients with lymph node metastasis, and 20 cases with no metastasis), and comparison with clinicopathological parameters revealed that increased number of S100A8/A9 positive cells was associated with tumor size, high grade, and metastasis. On the other hand, it was found that the number of peritumoral and intratumoral S100A8/A9 positive cells had no correlation with age, gender, and tumor invasion depth. Besides, comparison of positive cell count in the metastatic tumor tissue with positive cell count in the primary tumor did not show a statistically significant difference. This also accords with earlier observations by Duan et al., who found that S100A8/A9 expression in tumor microenvironment of colorectal carcinoma was associated with tumor cell differentiation, Dukes stage, and metastasis [19] . In addition, this study emphasized that this impact of proteins on tumor progression contributed to survival and migration of tumor cells through Wnt/beta-catenin pathway. In fact, some research has reported that Wnt/beta-catenin pathway plays a critical role in the development of colorectal carcinoma [20] . Another study by Ang et al. [21] associated S100A8/A9 expression in stromal cells of colorectal carcinoma with large tumor size. Our findings seem to be consistent with the results of these previous studies investigating the relationship between the expression and clinicopathological parameters. Also, Kim et al., who conducted a study on S100A8/A9, observed increased expression of both proteins in stromal cells in colorectal carcinomas [22] and Sheikh et al. in pancreatic cancer-associated monocytes [23] .
There are also several studies that associated the increased expression of S100A8/A9 with poor differentiation in tumors of breast, thyroid, and lung which exhibit glandular differentiation [10, 24, 25] . These members of the S-100 protein family can be identified as potential therapeutic targets for intervention in cancer treatment. However, far too little attention has been paid to the correlation between the expressions of these proteins in the tumor microenvironment in colorectal carcinoma and clinicopathological parameters used to predict tumor progression.
In conclusion, it has been suggested that calcium ions play a significant role in the development of colorectal carcinoma through a direct impact on proliferation and differentiation via calcium receptors [26] . For this reason, increased expression of calcium-binding proteins S100A8 and A9, members of the S-100 protein family, in the peritumoral and intratumoral spaces in colorectal carcinoma becomes important for tumor progression.
Therefore, the analyses conducted on the expression of these proteins and tumor behavior suggest that S100A8/A9 can become potential therapeutic targets in cancer treatment. So far, a limited number of studies have reported correlation between increased expression of S100A8/A9 and parameters such as tumor differentiation, metastasis, tumor size, and Dukes stage. Consistent with this finding, our study also found significantly higher number of S100A8/A9 positive cells in the tumor microenvironment among patients with large tumor size, high grade, and metastatic disease. Moreover, in our study, we observed that the expression in the tumor metastasis appeared similar to that of primary tumor. However, further studies with larger sample sizes are warranted to substantiate the results of this study and to better understand the functions of the S100A8/A9 positive immune cells observed in the tumor microenvironment of colorectal cancer in tumorigenesis and tumor progression.
